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ATTCCTCTTCATAATGCATGCTCtTTTGGTCATGCTGAAGTAGTCAATCTCCTTTTGCGACATGGTGCAG 70 
IPLHNACSFGH AEVVNL L L R H G^ 

AC C C C AAT GC T C GAGAT AAT T GGAAT TAT AC T C C T C T C CAT GAAG C T GC AATT AAAGGAAAGATT GATGT 1 4 0 
p p N A R D N WNYTPLHEAA I K G K 1 D V 

TTGC ATTGTGCTGTTAC AGC ATGGAGC TGAGC C AAC CAT C C GAAATAC AGATGGAAGGACAGC ATTGGAT 210 
CIVLLQHGAEPTIRNT D G R T A L D 

TTAGCAGATCCATCTGCCAAAGCAGTGCTTACTGGTGAATATAAGAAAGATGAACTCTTAGAAAGTGCCA 2 8 0 
LAPP SAKAVLT GE Y K KD E L L E SA 

GGAGT GGC AATGAAGAAAAAAT GATGGC TC T AC T CACAC C ATTAAAT GTC AACTGC C AC GC AAGT GAT GG 3 50 
r S G NEEKMMALLTPLNVNCHAS D_G 

CAGAAAGTCAACTCCATTACATTTGGCAGCAGGATATAACAGAGTAAAGATTGTAC AGCTGTTACTGCAA 4 20 
RKSTPLHLAAGYN RVKIVO L L L Q 

C AT GGAC GT GAT GTC CAT GC T AAAGAT AAAGGT GAT C T GGT AC CAT T AC AC AAT GC C T GTT C TT AT GGT C 
HGRD VHAKDK G D L V P L H N A C S Y G 

ATTATGAAGTAACTGAACTTTTGGTCAAGCATGGTGGCTGTGTAAATGCAATGGACTTGTGGCAATTCAC 560 
HYEVTE LLVKHGGC VNAMDL W Q F T 

TCCTCTTCATGAGGCAGCTTCTAAGAACAGGGTTGAAGTATGTTCTCTTCTCTTAAGTTATGGTGCAGAC 630 
PLHEAASKNR VEVCS LL L S Y G A D 

C C AAC AC T GC T C AATT GT AAGAAT AAAAGT GC T ATAGAC T TGG C T C C CACAC C AC AG T T AAAAGJVAAG AT 70 0 
p T L L N C KNKSAI DLAPTPQLKER 

TAGCATATGAATTTAAAGGCCACTCGTTGCTGCAAGCTGCACGAGAAGCTGATGTTACTCGAATCAAAAA 77 0 
LAYEFKGH S LLQAAREADVTR I KK 

ACATCTCTCTCTGGAAATGGTGAATTTCAAGCATCCTCAAACACATGAAACAGCATTGCATTGTGCTGCT 8 40 
HLSLEMVN FKH P Q T H E T A L H_C A_A 
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GC ATCTC CATATCC CAAAAGAAAGCAAAT ATGT GAAC TGTT GCT AAGAAAAGGAGC AAAC AT CAATGAAA 
ASPYPKRKQICELLLR KGAW 1 N E 

AGACTAAAGAATTCTTGACTCCTCTGCACGTGGCATCTGAGAAAGCTCATAATGATGTTGTTGAAGTAGT 
K T K EFLT PLHVASEKAH NDVVEVV 

GGT GAAAC ATGAAGC AAAGGTT AATGC T C T GGATAATC TT GGT C AGAC T T CTCT AC ACAGAGCT GC ATAT 
VKHEAKVNAL DN L G Q T S L H R — A__A Y 

TGTGGTCATCTACAAACCTGCCGCCTACTCCTGAGCTATGGGTGTGATCCTAACATTATATCCCTTCAGG 1120 
CG HLQTCRLLLSYGCDP N f I_S L_ Q 

GCTTTACTGCTTT ACAGATGGGAAATGAAAATGTACAGC AACTCC TC C AAGAGGGT AT C T CATT AGGTAA 1190 
GF TALQMG NENVQOLLQE G 1 S L G_^J 

TTC AGAGGCAGACAGAC AATT GCTGGAAGCTGC AAAGGC T GGAGATGT C GAAAC T GTAAAAAAACT GTGT 1260 
SEADRQLL EAAKAGDVET V K K L C 

ACTGTTCAGAGTGTCAACTGCAGAGACATTGAAGGGCGTCAGTCTACACC ACTTC ATTTTGCAGCTGGGT 1330 
TV QSVNCRDIEG R Q S T P L H F A — A G 

ATAACAGAGTGTCCGTGGTGGAATATCTGCTACAGCATGGAGCTGATGTGCATGCTAAAGATAAAGGAGG 14 00 
-YNRVSVVEYLL-QHGADVHA K D K_ G G 

CCTTGTACCTTTGCACAATGCATGTTCTTACGGACATTATGAAGTTGCAGAACTTCTTGTTAAACATGGA 1470 
LVPL .HNACSYGHYEV AEL L V K H G 

GC AGT AGT T AAT GT AGC T GAT TT AT GGAAATT T AC AC C T T T AC AT GAAGC AG C AGC AAAAG GAAAATAT G 15 4 0 
AVVNVADL WKFTPL HEAAA K G K Y 

AAATT T GC AAAC T T C T GC T C C AGC AT GGT GC AGAC C C T AC AAAAAAAAAC AG GGAT GGAAAT AC T C C TT T 1610 
E I C KLLLQHGADPTKKNR D G N _T P L 
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IB 21 h 

GGAT C T T GT T AAAG AT G GAG AT AC AGAT ATT C AAG AT C T G C T T AGGGGAGAT GC AGC T T T G C T AGATG C T 1 68 0 

DLVK DGDTDIQDLLRGD A A , L L D A 

GCCAAGAAGGGTTGTTTAGCCAGAGTGAAGAAGTTGTCTTCTCCTGATAATGTAAATTGCCGCGATACCC 175,0 
A K K G C LAR V K K L S S PDNVNCRDT ' . . 

AAGGC AGACATTCAACACCTTTACATTTAGCAGCTGGTTATAAT AATTTAGAAGTTGCAGAGTATTTGTT 1820 

Q G RHSTPLHLAAGYN NLEV AEY L L 

AC AACACGGAGC TGAT GTGAAT GC C C AAGAC AAAGGAGGACTT ATT CC TT TAC AT AATGC AG C AT CTTAC 18 90 

QHGADVNAQ DK GGL I PL HN A A S Y 

GGGCATGTAGATGTAGCAGCTCTACTAATAAAGTATAATGCATCTCTCAATGCCACGGACAAATGGGCTT 1960 

GHVDVAALL1 KYNAS LNATD K_ W A 

TCACACCTTTGCACGAAGCAGCCCAAAAGGGACGAACACAGCTTTGTGCTTTGTTGCTAGCCCATGGAGC 2030 

FTPLHEAAQ KGR TQLCAL L L A H G A 

T GAC C C GAC T C TTAAAAAT C AGGAAGG AC AAAC AC CT T TAG AT T T AGT T T C AGC AGAT GAT GT CAGC GC T 2100 

D P T L K W Q E GQTPLDLVSA D D V S A 

CTTCTGACAGCAGCCATGCCCCCATCTGCTCTGCCCTCTTGTTACAAGCCTCAAGTGCTCAATGGTGTGA 2170 
LLTAAMP PSA L P 5 C Y K P Q V L N G V 



GAAGCCCAGGAGCCACTGCAGATGCTCTCTCTTCAGGTCCATCTAGCCCATCAAGCCTTTCTGCAGCCAG 
RS PGATADA L S S GP S 5 PS SLSAAS 

CAGTCTTGACAACTTATCTGGGAGTTTTTCAGAACTGTCTTCAGTAGTTAGTTCAAGTGGAACAGAGGGT 
SLDNLSGSFSELSSVVSSSGTEG 

GCTTCCAGTTTGGAGAAAAAGGAGGTTCCAGGAGTAGATTTTAGCATAACTCAATTCGTAAGGAATCTTG 
AS SLEKKEVPGVDFSITQFVRNL 



2240 



2310 



2380 



GAC TTGAGC ACC TAATGGAT AT ATTTGAG AGAGAAC AGAT CACTTTGGAT GTATT AGTTGAGAT GGGGCA 2 4 S 0 
GLEHLMD I FEREQI T LDVLVEMGH 

C AAGGAGC T GAAGGAGATTGGAATC AATGC TT ATGGAC AT AGGC ACAAAC TAATTAAAGGAGT C GAGAGA 25 2 0 
KELKEIGINAYGHRHKLIKG VER 

C TTAT C T C C GGAC AAC AAG GT C T T AAC C CAT AT T T AAC TT T GAAC AC C T C T G GT AGT GGAAC AAT T C TT A 
LISGQQGLNPYLTLNTSGSGTIL 



2590 



TAGATCTGTC TCC T GAT GATAAAGAGTTTC AGT C T GT GGAGGAAGAGATGC AAAGT AC AGTTC GAGAGC A 2 6 60 
IDL SPDDKEFQSVEEEMQSTVR EH 

C AG AGAT GGAGGTC AT G C AG GT GGAAT C TT C AACAGAT AC AAT AT T C T C AAGAT T C AG AAG G T T T GT AAC 27 30 
RDGGHAGGIFNRYN1LKIQKVCN 

AAGAAACTAT GGGAAAGAT AC ACTC AC C GGAGAAAAGAAGTTT C T GAAGAAAACCAC AAC CAT GC C AATG - 28 00 
KKLWERYTHP.RKEVSEENHNHAN 

AAC GAATGCTATTT C AT GGGTCTC CTTTTGT GAATGCAATTATC C ACAAAGGCTTTGATGAAAGGC ATGC 2870 
ERMLFHGS PFVNAI IHKGFDERHA 

GTACATAGGTGGTATGTTTGGAGCTGGCATTTATTTTGCTGAAAACTCTTCCAAAAGCAATCAATATGTA 294 0 
Y I G G M F G A G I Y F .A E N S S K S N Q Y V 



TAT GGAAT T GGAGGAGGT ACT GGGTGTC CAGTT CAC AAAGACAGATC TT GTTACATTTGC C AC AGGC AGC 
YGI GGGTGCPVHK D RS CYT CHRQ 



3010 



TGCTCTTTTGCCGGGTAACCTTGGGAAAGTCTTTCCTGCAGTTCAGTGCAATGAAAATGGCACATTCTCC 308 0 
LLFCRVTLGKSFLQFSAMKMAHSP 

TCCAGGTCATCACTCAGTCACTGGTAGGCCCAGTGTAAATGGCCTAGCATTAGCTGAATATGTTATTTAC 3150 
PGHHSVTGRPSVNGLALAEYVIY 

AGAGG AGAAC AGG C T TAT C C T GAGT ATTT AAT TAC T TAC C AGAT TAT GAGG C C TG AAGG TAT GGT C GAT G 3220 
RGEQAY PEYLITYQIMRPEGMVD 



GATAAATAGTTATTTTAAGAAACTAATTCCACTGAACCTAAAATCATCAAAGCAGCAGTGGCCTCTACGT 
G * 
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TTTACTCCTTTGCTGAAAAAAAATCATCTTGCCCACAGGCCTGTGGCAAAAGGATAAAAATGTGAACGAA 3360T 

' a- 
♦ v 

GTTTAACATTCTGACTTGATAAAGCTTTAATAATGTACAG 
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